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Triticeae genomics can contribute to the European Knowledge-

based bioeconomy

EU crop production (harv area Ha)

FAO 2004
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wheat (87 Mt vs 64 in USA) and barley (42 Mt
vs 12Mt in Canada) are the most important
cereal crops grown in Europe

Europe is a key player in barley and wheat
research (scientific know-how and breeding
history)

e A few research programs dedicated to
plant genomics and none specifically to
cereal genomics in the last FP5 and 6

e New Strategic Research Agenda Plants for

the future: ﬂ
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* FP7 first call (Dec 2006) :

, The way there

KBBE-2007-1-2-02: “Genomics for cereal
improvement for food, feed and non-food
uses*
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Gh’haaeﬁanvma wants to

Achieve significant progress in Triticeae genomics and support efficient
breeding of improved varieties for European agriculture

through

* 5 Work Packages that integrate fundamental and applied research

* The integration wheat and barley genomics to capitalize on synergies between these 2
essential Triticeae species

* A collaboration between 14 public research institutes, 2 private breeding companies and
1 managing body recognized for their excellence worldwide

* A project of 7.5 M€ supported by the EU commission (5.3 M€) and the individual partners
Institutes and companies

* A network of international collaborators and a complete coordination with other
International initiatives
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2008-2012

WP4: Markers for
Molecular Breeding

WP1: Establishment of genomic resources for
physical mapping

: Construction of anchored physical maps

WP3: Gene isolation and

new allele discovery

WP5: Bioinformatic tools and database

WP6: Outreach

W
7.\ Consumers

Scientists

WP7: Management
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17 European Partners

X |Il_ I 5y -
@ Public e i
O Private ¥ A —
el a ) . g K
& e, s = =
gscri = ]
gl & ' gy

John Innes Centre

N R e T =
INR A Transfart . N P l | 1o -
Filis

b — e N T — . o
- By ol o - kL
4 1 . 1 [y —
T . -* I = T i S - -
¥ + La = .\.". -..‘. = |_-_ ! -
¢ _ — 1 Ll h _ . _ -
1 -~ & i i YA Ly L
,|;|!||!||||_‘|I|I INA . L S 1N T i e S
I T F Iy BT -
e Y e o - - -

LR md
e T . .Sabanci
"k Ten, e i Universitesi
S~
- »» University of Haifa

SEVENTH FRAMEWORK
PROGRAMME




A large network of international collaborators

UC Davis
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TriticeaeGenome Is part of international Triticeae
Initiatives
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WP1: Establishment of genomic resources for
physical mapping

Vrana et al. (2001)
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WP2: Construction of anchored physical maps
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WP1: Establishment of genomic resources for physical mapping

WP2: Construction of anchored physical maps

S\

WP3: Gene isolation and new
allele discovery

| :

- Disease R: YrH52 (1BS, T. dic) and QSng.sfr- (QTL,3BS)
- Grain yield QTL (3BS, T.durum)

- Pentosan viscosity QTL (1BL)

- Uniculmg4 for architecture (3HS)
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WPG6: Dissemination
 Provide training in emerging technological approaches

» Disseminate results and transfer technology to industry

Tasks:

« 9 Trainin g wo rksho PS (BAC fingerprinting, chromosome sorting, physical map assembly and anchoring,
transposon-based fingerprinting and polymorphism methods, consensus mapping and QTL analysis, high through-put

genotyping , association mapping, map based cloning)
%

- Interactions with other on-going projects (WHEATBIOTECH
MERCOSUR?)

» Co-ordination of scientific and financial activities according to the work plan
» Monitoring results to ensure scientific quality and fulfillment of the planned objectives
* Prepare the financial and technical reports for the commission

» Website : www. triticeaegenome.eu

» Dissemination at conferences, publications....

WP/ : Management
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